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Abstract

This review looks at internet archives, repositories and lists for obtaining
popular and useful biology and bioinformatics software. Resources include
collections of free software, services for the collaborative development of
new programs, software news media and catalogues of links to
bioinformatics software and web tools. Problems with such resources arise
from needs for continued curator effort to collect and update these,
combined with less than optimal community support, funding and
collaboration. Despite some problems, the available software repositories
provide needed public access to many tools that are a foundation for
analyses in bioscience research efforts.
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