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Abstract

Proteomics is the systematic analysis of the proteins expressed by a cell or tissue, and
mass spectrometry is its essential analytical tool. In the past two years, incremental
advances in standard proteome technology have increased the speed of protein
identification with higher levels of automation and sensitivity. Furthermore, new
approaches have provided landmark advances in determining functionally relevant
properties of proteins, including their quantity and involvement within protein
complexes.
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Check if you have access through your login credentials or your institution.

Check Access

or

Purchase Rent at DeepDyve

or

Check for this article elsewhere

Keywords
Mass spectrometry; Proteomics; MALDI; Isoelectric focusing; ICAT

Choose an option to locate/access this article:

Recommended articles Citing articles (0)

Copyright Â© 2000 Elsevier Science Ltd. All rights reserved.

About ScienceDirect Remote access Shopping cart Contact and support
T erms and conditions Privacy policy

Cookies are used by this site. For more information, visit the cookies page.
Copyright Â© 2018 Elsevier B.V. or its licensors or contributors.
ScienceDirect Â® is a registered trademark of Elsevier B.V.

#
#
https://www.deepdyve.com/lp/elsevier/mass-spectrometry-and-proteomics-s8vsN680Kg?key=elsevier
#
#
#
#
#
#
#
#
#
#


legit imacy, which once again confirms Einstein's rightness.
Mass spectrometry: from genomics to proteomics, if we take into
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1994 with a comet the shoemaker-levy 9.
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